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AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions and listings of claims in the 

application: 

LISTING OF CLAIMS: 

1. (currently amended) A method for predicting an increased risk for onset of 

glaucoma in a subject, comprising assaying for the presence of A g e n e assay m e thod comprising 
the st e ps of: d e tecting a mutation of at least one nucleotide b ase-in the coding region of an 
optineurin (OPTN) gene of said a human subject , wherein when said mutation is present, said 
subject is predicted to have an increased risk for onset of glaucom a ; and predicting futur e onset 
of glaucoma in the subject using th e mutation as an ind e x . 

2. (currently amended) The gen e assay method of claim 1, wherein the coding 
region of said glaucoma r e lat e d g e ne is an OPTN gene comprises nucleotides 1 to 1734 of h as-a 
nucleic acid sequ e nce d e noted by SEQ ID NO: 1. 

3. (currently amended) The g e n e assay method of claim 2, wherein said mutation is 
a substitution of G for A at position 619 aadA)r a substitution of A for G at position 898 , or both, 
in th e nucl e ic acid sequ e nc e d e noted by SEQ ID NO: 1 . 

4. (currently amended) The g e n e assay method of claim 2, wherein said mutation is 
a deletion of one or more nucleotides in b as e s in th e nucl e ic acid s e qu e nce denot e d by SEQ ID 
NO: 1. 

5. (currently amended) The g e n e assay method of claim 2, wherein said mutation is 
an insertion of one or more nucleotides in b ases in th e nucl e ic acid sequ e nce denot e d by SEP ID 
NO: 1. 
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6. (currently amended) The g e n e assay method of claim 2, wherein said mutation is 
two or more substitutions of nucleotides in b ases in tho nucleic acid s e quenc e d e not e d by SEQ 
ID NO: 1. 

7. (currently amended) The g e n e assay m ethod according to claim 1, wherein the 
said g laucoma is primary open angle glaucoma aaettor normal ocular tension glaucom a, or both . 

8. (currently amended) The g e n e assay method according to claim 1, wherein the 
said assay is carried out mutation is d e t e cted by using an oligonucleotide that hybridizes to a 
selected portion capabl e of forming a hybrid at a specific position of the coding region of the 
OPTN gene. 

9. (canceled). 

10. (currently amended) A gen e assay method for predicting an increased risk for 
firtwe-onset of primary open angle glaucoma aad/or normal ocular tension glaucom a, or both, in 
a subject, comprising th e st e ps of : 

(a) isolating a polynucl e otid e sampl e from a subj e ct susp e cted of having a mutation 

in a glaucoma r e lat e d g e n e , 

(ah) performing a nucleic acid amplification process on a polynucleotide sample from 
a subject said polynucl e otid e using at least one oligonucleotide primer pair, wherein said primer 
oligonucleotide pair comprises a member selected from the group consisting o f oligonucl e otides 
comprising s e qu e nc e s as follows : 

(1) an oligonucleotide primer pair consisting of nucleotide sequences a-base 

sequ e nc e represented by (i) 21 and 22, and (ii) 27 and 28 anv of SEP ID NOo: 15 to 10 : 
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(2) an oligonucleotide primer pair wherein each member of said pair is a 
complement of one member a compl e m e ntary chain of an oligonucleotide primer pair 
according to (1); 

(3) an oligonucleotide primer pair wherein each member of said pair t hat 
hybridizes with one member of an oligonucleotide primer pair according to (1) or (2) 
under stringent conditions; 

(4) an oligonucleotide primer pair wherein each member of said pair has 
having a homology of 60% or more to a respective member of t e-an oligonucleotide 
primer pair according to any one of (1) to (3)-; and 

(5) an oligonucleotide primer p air according to any one of (1) to (4) wherein 
each member of said pair has at least one nucleotide having on e to s e v e ral bas e s mutat e d 
b^substitution, deletion, insertion or additio n mutation, 

(be) detecting a mutation of at least one base -nucleotide in the coding region of the 
amplification product of (a) a glaucoma r e lat e d g e ne ; and 

(d) wherein when said mutation is detected, said subject is predicted to have an 

increased risk for onset of primary open angle glaucoma or normal ocular tension glaucoma, or 
both p redicting future onset of primary open angl e glaucoma and'or normal ocular t e nsion 
glaucoma using th e mutation as an ind e x , 

1 1 . (canceled). 

12. (new) The method according to claim 10, wherein said at least one 
oligonucleotide primer pair amplifies a selected portion of the coding region of an OPTN gene 
comprising nucleotides 1 to 1734 of SEQ ID NO: 1 
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13. (new) The method of claim 12, wherein said mutation is a substitution of G for A 

at position 619 or a substitution of A for G at position 898, or both, in SEQ ID NO:l. 
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